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Proteomics : the state of play

•The volume of generated proteome data is rapidly increasing
– Movement towards high–throughput approaches

– New experimental techniques and analyses (DiGE, ICAT, etc.)

•Publicly available proteomics data is rather limited
– 2D–Gel image databases (e.g. SWISS–2DPAGE) contain little information about

sample preparation, or analysis of results

– No widely used databases of mass spectrometry data or analyses

– Data fragmentation (not synchronized) and data formats incompatibility (PID)

– Incomplete data and noisy

– Need for cross-validation and comparative analysis

A robust, future proofed, standard representation of both
methods and data from proteomics experiments is required

(HUPO-PSI, Hermjakob and Apweiler, 2002)
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The Proteomics Standard initiative (PSI-HUPO)

•The HUPO Proteomics Standards Initiative (PSI) defines community standards for data
representation in proteomics to facilitate data comparision, exchange and verification.
The PSI was founded at the HUPO meeting in Washington, April 28-29, 2002 (see
Science 296, 827).

¬Develop data model and format standards

¬Guidelines (check-list, reporting how, GP)

¬Data representation and annotations standards : Controlled vocabularies, ontologies….

•Involve data producers, database providers, software designers, publishers, vendors

MIAPE : The Minimum Information About Proteomics Experiment
Analogous to MIAME (MGED)

http://psidev.sourceforge.net/
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Proteomics data dissemination : players and stakes

Data producers
(Labs and platform)

Databases
(2DG, PID, MS)

Experts
Journals

Computational
analysis

Swiss2D
BIND
DIP

PUBLIC
PROTEOMICS
REPOSITORY

French Genopole Network Context (1/06/04) :
Data exchange : necessity (and constraints), agreement?
Model & Data format : involvement about current attempts?

(raw or analyzed) data and metadata availability
Publication and reviewing process
Data mining at large scale…
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Created in Nov 2004 (Grenoble)
Presented at the HUPO-France meeting 5/01/2005
Supported by the National Genopole Network (RNG)

Workgroup objectives :

• To participate in establishing guidelines, defining data models, and
elaborating terminological resources in the context of existing initiatives
including PSI.

• To provide framework for data model design and tools (data models,
integrity rules, representation formats, translations between models) towards
end-users for evaluation purpose (practical, efficient, realistic).

• Mid-term objective : to set up a national repository for proteomics data that
respects the MIAPE recommendations.

French French ProteomicsProteomics Standard Group Standard Group
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The group was formed at the initiative of our proteomics data producers 
(mostly 2D gel and MS-based data), and comprises : 

• data producers (Genopole network) 
• data analysts
• database developers
• software engineers 

• Federate know-how and expertise of labs and plat forms in the MIAPE context
⇒ Web server http://www-miape.inrialpes.fr/

French French ProteomicsProteomics Standard Group : Missions (1) Standard Group : Missions (1)
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• Share documentation, reporting and ressources

PSI ressources

PSG-PSI exchange

PSG ressources

French French ProteomicsProteomics Standard Group : Missions (2) Standard Group : Missions (2)
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French French ProteomicsProteomics Standards Group : actions Standards Group : actions

• January 05 : EBI contact   (PSI coordinators)
• March 05 : Test case with mzdata and mzIdent

standard
• April 05 : feedback and suggestion available

for community mzIdent test case report and
sample files



Bioinformatique et Protéomique – GRENOBLE – 1er juin 2006 YV 9

Source file
heterogeneity allowed?
(format and file location)

MzidentMzident instance :  instance : fewfew question  question remarksremarks (1) (1)
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Suggest a dedicated element
for search parameters settings?

MzidentMzident instance :  instance : fewfew question  question remarksremarks (2) (2)
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Check consistency and 
semantic content ?

MzidentMzident instance :  instance : fewfew question  question remarksremarks (3) (3)
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Proposition de schProposition de schééma pour lma pour l’’identification des protidentification des protééinesines
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French French ProteomicsProteomics Standards Group : actions Standards Group : actions

• January 05 : EBI contact   (PSI coordinators)
• March 05 : Test case with mzdata and mzIdent

standard
• April 05 : feedback and suggestion available

for community mzIdent test case report and
sample files

• Sept 05 : Geneva PSI meeting
• Oct-Dec 05 : MCP and MIAPE guideline

mapping (coordinated to PA Binz)
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Mol. Mol. CellCell. . ProteomicsProteomics  andand MIAPE  MIAPE comparisoncomparison
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French French ProteomicsProteomics Standards Group : actions Standards Group : actions

• January 05 : EBI contact   (PSI coordinators)
• March 05 : Test case with mzdata and mzIdent standard
• April 05 : feedback and suggestion available for community

mzIdent test case report and sample files
• Sept 05 : Geneva PSI meeting
• Oct-Dec 05 : MCP and MIAPE guideline mapping

(coordinated by PA Binz)
• Oct 05- janv06 : PSI-MS requirements (sent to K. Laursen)
• Dec05-Mars06 : Miape compliancy & proteomics server

prototype (D. Ziebelin)
• Juin06-Oct06 : mzData tools evaluation (BIM)
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mzData implementation : converters, parsers, viewers,
analysis…
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PSI : news and future (april 2006)

Structured process, correspondants well-identified, transparency, 
mailing lists, documents availability, call for contributions…  
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French French ProteomicsProteomics Standards Group : Perspectives Standards Group : Perspectives

PSG : Groupe identifié et fonctionnel avec une force de proposition et des actions en cours

1. La définition de sous-groupe thématique au sein du PSG de manière à mener des 
actions concrètes
2. L’identification de relais au sein du PSG vis-à-vis des différents groupes de travaux PSI

PAB : les attentes immédiates du PSI se traduisent par des retours circonstanciés 
sur les standards existants permettant de les valider/amender/améliorer et une 
participation accrue, en particulier au sein des mailing-lists, confcall ou encore lors du 
prochain Workshop PSI.

Table ronde : attentes, intérêts et volonté de contributions actives…?

=> Nature Methods editorial, June 06


